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Chan YO, Dietz N, Zeng S, Wang J, Flint-Garcia S, Salazar-Vidal MN, Skrabigova M, Bilyeu K, Joshi T: The Allele Catalog
Tool: a web-based interactive tool for allele discovery and analysis. BMC Genomics 2023, 24(1):107.
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Results for R gene controlling black or brown seed
coat/hilum pigments

Soja Landrace Elite Total Cultivar Gene Chromosome|| 45758816 45758833 45758856 45759100 45759137 45759165 45760553 || 45760555
O 107 258 199 626 23 Glyma 09G235100 Chr09 CRef GCAACTTTARef G[Ref CG[Ref TC[Ref G|Ref AlRef GRef |
O 0 29 94 239 31 Glyma.09G235100 Chr(9 CRef GCAACTTTARef G[Ref CGRef T|frameshift variant/R75f3 G|Ref ARef GRef |0
O 0 44 46 90 3 Glyma.09G235100 Chr09 C|Ref GCAACTTTARef G|Ref CGRef TCRef T|intron_variant&splice_donor_variant AlRef G|Ref O
O 0 37 18 35 g Glyma 09G235100||  Chr09 CRef GCAACTTTARef C|W328 CG[Ref TCRef G|Ref ARef GRef |0
O 0 26 24 30 2 Glyma 09G235100||  Chr09 CRef GCAACTTTARef GRef |Clframeshift variant|G63fy| TC|Ref G|Ref AlRef GRef |
O 2 1 0 3 0 Glyma.09G235100 Chr09 A[L19T GCAACTTTARef G[Ref CG[Ref TC[Ref G|Ref AlRef GRef |
O 1 0 0 1 0 Glyma 09G235100 Chr09 CRef GCAACTTTARef G[Ref CG[Ref TC[Ref G|Ref AlRef CE166Q |[J
O 1 0 0 1 0 Glyma.09G235100 Chr(9 CRef GCAACTTTARef G[Ref CGRef TCRef G|Ref CEIl65A GRef |0
O 0 1 0 1 0 Glyma.09G235100 Chr09 CRef ||Glframeshift vanant|Q25fs| GRef CGRef TCRef G|Ref ARef GRef |0
| Download (Accession Counts) | | Download (All Accessions) |
| Download Accession Information | | Download All (Accession Counts) | | Download All (All Accessions) |

Reference missense frameshift splice




Each row of the results is an allele with gene
and variant position details

Gene and variant position information
Soja Landrace Elite Total Cultivar Gene |Chromosome 45758816 45758833 45758856 45759100 45759137 45759165 45760553 || 45760555
d 107 258 109 626 93 Glvma 09G235100 Chr09 CRef GCAACTTTARef GIRef CGRef TCRef G|Ref AlRef GRef ||
O 0 29 94 239 31 Glyma.09G235100 Chr(9 CRef GCAACTTTARef G[Ref CGRef T|frameshift variant/R75f3 G|Ref ARef GRef |0
O 0 44 46 90 3 Glyma.09G2351 00” Chr09 C|Ref GCAACTTTARef G|Ref CGRef TCRef T|intron_variant&splice_donor_variant AlRef G|Ref O
O 0 37 18 35 g Glyma 09G235100||  Chr09 CRef GCAACTTTARef C|W328 CG[Ref TCRef G|Ref ARef GRef |0
O 0 26 24 30 2 Glyma 09G235100||  Chr09 CRef GCAACTTTARef GRef |Clframeshift variant|G63fy| TC|Ref G|Ref AlRef GRef |
O 2 1 0 3 0 Glyma.09G235100 Chr09 A[L19T GCAACTTTARef G[Ref CG[Ref TC[Ref G|Ref AlRef GRef |
O 1 0 0 1 0 Glyma 09G235100 Chr09 CRef GCAACTTTARef G[Ref CG[Ref TC[Ref G|Ref AlRef CE166Q |[J
O 1 0 0 1 0 Glyma.09G235100 Chr(9 CRef GCAACTTTARef G[Ref CGRef TCRef G|Ref CEIl65A GRef |0
O 0 1 0 1 0 Glyma.09G235100 Chr09 CRef ||Glframeshift vanant|Q25fs| GRef CGRef TCRef G|Ref ARef GRef |0
| Download (Accession Counts) | | Download (All Accessions) |
| Download Accession Information | | Download All (Accession Counts) | | Download All (All Accessions) |

Reference missense frameshift splice




A frequency table has improvement status
with most frequent (Total) on top

Frequency table

Soja || Landrace | Elite | [ Cultivar ] Gene Chromosome|| 45738816 45758833 45738856 43739100 45739137 45739163 45760553 || 45760555

107 258 199 626 W 93 Glyma.09G235100|]  Chr09 CRef GCAACTTTARef GRef CG[Ref TCRef G[Ref ARef GRef | O
0 29 94 239 W 31 Glyma.09G235100]  Chr09 CRef GCAACTTTARef GRef CG[Ref T|frameshift_varianfR75f G[Ref ARef GRef | O
0 44 46 90 | 3 Glyma 09G235100 Chr09 C|Ref GCAACTTTARef G|Ref CGRef TCRef T|intron_variant&splice_donor_variant AlRef G|Ref O
0 37 18 Bl Glyma 09G235100  Chr09 CRef GCAACTTTARef CW328 CG[Ref TCRef G[Ref ARef GRef |
0 26 24 0 W 2 Glyma 09G235100[  Chr09 CRef GCAACTTTARef GRef |[Cframeshifi_variant|G63fy TCRef G[Ref ARef GRef |
2 1 0 3 0 Glyma.09G235100]  Chr09 AJL191 GCAACTTTARef GRef CG[Ref TCRef G[Ref ARef GRef | O
1 0 0 1 0 Glyma.09G235100|]  Chr09 CRef GCAACTTTARef GRef CG[Ref TCRef G[Ref ARef || CE166Q | O
1 0 0 1 0 Glyma.09G235100]  Chr09 CRef GCAACTTTARef GRef CG[Ref TCRef G[Ref C[E165A GRef | O
0 1 0 1 0 Glyma.09G235100|]  Chr09 CRef |[Glframeshift variantQ25f5| GRef CG[Ref TCRef G[Ref ARef GRef |

| Download Accession Information |

| Download All (Accession Counts) |

| Download All (All Accessions) |

Reference

missense

frameshift

splice

| Download (Accession Counts) |

| Download (All Accessions) |




Mutations in the R gene cause normally black
pigments in the seed coat/hilum to be brown

Soja Landrace Elite Total Cultivar Gene Chromosome|| 45758816 45758833 45758856 45759100 45759137 45759165 45760553 || 45760555
O 107 258 199 626 23 Glyma 09G235100 Chr09 CRef GCAACTTTARef G[Ref CG[Ref TC[Ref G|Ref AlRef G[Ref R
O 0 29 94 239 31 Glyma.09G235100 Chr(9 CRef GCAACTTTARef G[Ref CGRef T|frameshift variant/R75f3 G|Ref ARef GJRef r
O 0 44 46 90 3 Glyma.09G235100 Chr09 C|Ref GCAACTTTARef G|Ref CGRef TCRef T|intron_variant&splice_donor_variant AlRef G|Ref r
O 0 37 18 35 g Glyma 09G235100||  Chr09 CRef GCAACTTTARef C|W328 CG[Ref TCRef G|Ref ARef GJRef r
O 0 26 24 30 2 Glyma 09G235100||  Chr09 CRef GCAACTTTARef GRef |Clframeshift variant|G63fy| TC|Ref G|Ref AlRef GJRef r
O 2 1 0 3 0 Glyma.09G235100 Chr09 A[L19T GCAACTTTARef G[Ref CG[Ref TC[Ref G|Ref AlRef GRef |
O 1 0 0 1 0 Glyma 09G235100 Chr09 CRef GCAACTTTARef G[Ref CG[Ref TC[Ref G|Ref AlRef CE166Q |[J
O 1 0 0 1 0 Glyma.09G235100 Chr(9 CRef GCAACTTTARef G[Ref CGRef TCRef G|Ref CEIl65A GRef |0
O 0 1 0 1 0 Glyma.09G235100 Chr09 CRef ||Glframeshift vanant|Q25fs| GRef CGRef TCRef G|Ref ARef GRef |0
| Download (Accession Counts) | | Download (All Accessions) |
| Download Accession Information | | Download All (Accession Counts) | | Download All (All Accessions) |

Gillman, J., Tetlow, A., Lee, J.-D., Shannon, J.G.,
and Bilyeu, K., Loss-of-function mutations
affecting a specific Glycine max R2R3 MYB
transcription factor result in brown hilum and
brown seed coats. BMC Plant Biology, 2011.
11(1): p. 155.

Reference missense frameshift splice




Allele mining-is 09:4578833 variant a new rallele?

Soja Landrace Elite Total Cultivar Gene Chromosome|| 45758816 45758833 45758856 45759100 45759137 45759165 45760553 || 45760555
107 258 199 626 93 Glyma 09G235100 Chr09 CRef GCAACT GRef CG[Ref TC|Ref G|Ref ARef GRef R
0 99 94 239 31 Glyma.09G235100 Chr09 CRef GCAACTT GRef CG|Ref T|frameshift_variant/R.75f5| G|Ref AlRef GRef r
0 44 46 90 3 Glyma.09G235100 Chr09 C|Ref GCAACTTTA|R€‘I\ Ref CGRef TCRef T|intron_variant&splice_donor_variant AlRef G|Ref r
0 37 18 35 9 Glyma 09G2351 00” Chr09 CRef GCAACTTTA|Ref QW3 CG|Ref TC|Ref G|Ref AlRef GRef r
0 26 24 30 2 Glyma 09G2351 00” Chr09 CRef GCAACTTTA|Ref G R}f\ hnﬁhiﬂ_vmiamﬁﬁ?'fs TC|Ref G|Ref AlRef GRef r
2 1 0 3 0 Glyma 09G235100 Chr09 A[L19T GCAACTTTA|Ref GRef i \%|Ref TC|Ref G|Ref ARef GRef (I
1 0 0 1 0 Glyma 09G235100 Chr09 CRef GCAACTTTARef GRef \C{}ﬁé‘f\ TC|Ref G|Ref ARef CE166Q |[J
1 0 0 L 0 Glyvma. 09G235100 Chr09 CRef GCAACTTTARef G|Ref CG E % TC|Ref GRef CEl63A || GRef | [
0 é 0 Glyma 09G235100 Chr09 CRef |Glframeshift variant)Q25fs| G[Ref CG|Ref TC|Ref G|Ref ARef GRef |00

| Download Accession Information |

| Download All (Accession Counts) |

| Download All (All Accessions) |

Reference

missense

frameshift

splice

| Download (Accession Counts) |

| Download (All Accessions) |




A new rframeshift allele for brown color

Soja | Landrace | Elite Total | Cultivar Gene Chromosome|| 45738816 45758833 45758856 45759100 45759137 45759165 45760533 || 45760555

O 17 258 199 626 93 [Glyma.09G235100] Chr09 ClRef GCAACT G[Ref CGRef TC[Ref G[Ref ARef GR | R
0 0 99 94 239 31 |[Glyma09G235100]  Chr09 CRef GCAACTT GRef CG[Ref |[T|frameshife_variantiR755]| G[Ref ARef GRef | r
O 0 44 46 90 3 Glyma 09G235100]  Chr09 CRef GCAACTTTARS Ref CGRef TCRef Tlintron_variant&splice_donor_variant|| ARef GRef | r
O 0 37 13 33 9 Glyma 09G235100[  Chr09 CRef GCAACTTTARef CGRef TCRef GRef ARef GRef | I
O 0 26 24 50 2 Glyma 09G235100  Chr09 CRef GCAACTTTARef GReA_ | TCRef GRef ARef GRef | r
O 2 1 0 3 0 Glyma 09G235100]  Chr09 AJL191 GCAACTTTARef G[Ref Ref TCRef G[Ref ARef GRef | D
O 1 0 0 1 0 Glyma 09G235100]  Chr09 ClRef GCAACTTTARef G[Ref SCGRRE_ TC[Ref G[Ref AR<f || CE166Q | O
ol 0 0 1 0 Glyma 09G235100] _ Chr09 [ CRef GCAACTTTARef GIRef CG TCRef G[Ref CE165A || GRef ][]

| 0 1 0 Glyma 09G235100]  Chr09 || CRef ||Glffameshifi variantQ25%s|| GRef | CG[Ref % N~ ICRef G[Ref ARef GRef |

| Download (Accession Counts) | | Download (All Accessions) |

Chromosome|| Position Accession |Su3.‘ICB_Acce55ion GRIN_Accession|Improvement_Status Classiﬁcatiunl Genotype Funttic-nal_EtTect| Imputation|HILUMC OLDRI!SCGATCOLOE'

Chr09 45758833 (|SRR1533319 | PI 567258 PI567258 I Landrace Other | G frameshift +variant | Br || Br I




Annual updates to allele catalog data panel

kristin.bilyeu@usda.gov
i ° soykb.org

e Contact me about adding Welcome to Soy Hub
yo u r d ata to t h e Soy b e a n A hub for soybean-applied genomics predictions based on a curated panel of diverse soybean resequenced accessions (Soy1066).
Allele Catalog Tool (fall
dead“ne‘p) Explore variation: Predict new causal mutations:
* Private data? Pipelines
ava i | a b I e O n G ith u b - Find accessions with certain allele - Use GWAS results for prediction
(https://github.com/yenonl  -Frarevasesnimoumsencs ol ey Yo paters o it st

18)

® Send feed baCk about t00| Or - Explore variation in promoters
let us know if you want to - Soarch TFs
collaborate! Explore OV

- Check genomic context of your variant positions in empowered
haplotype viewer on various resequenced data sets

- Search between reference genotypes, genome assemblies, or
annotation versions


https://github.com/yenon118
https://github.com/yenon118
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